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Nabitn cuu khoa hoc

XAC DINH, PHAN NHOM VIRUS GAY BENH VIEM PHE QUAN
TRUYEN NHIEM TREN GA NAM 2018 0 DONG BANG SONG CUU LONG
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Tran Ngoc Bich’, Poan Thi Thanh Hwong", Lé Thanh Hoa"*
TOM TAT
Tam chudi nucleotide ctia gen nucleoprotein (N) gdm 403 bp di dwoc thu nhan tir 7 mau bénh pham IBV
trén ga nuoi ¢ hai tinh Soc Trang va Vinh Long bang PCR va giai trinh tu. Trinh ty nucleotide gen N cua IBV
duoc dua vao sip xép so sanh, phan tich pha hé (25 chung) va tinh toan khoang cach di truyen (20 chung).
Két qua nghién ctru cho thay giita 8 chiing ctia Viét Nam, mot s6 nhém chiing c6 khoang cach di truyén rat
thap, cu thé: 0-0,2% giita 3 chung IBST3, IBST4, IBSTY; 0,5% giita 2 ching IBST5-1 va IBST5-2 va 0%
giita IBST14 va IBVL22. Phan tich pha hé di chia 25 chung IBV thanh 2 nhém chinh, bao gdm: Nhom 1 tap
hop cac mau cia thé gidi va 3 mau IBV phan lap ndm 2018 tai Soc Trang (IBST4, IBST3, IBST9) véi chung
vacxin 4-91 (KF377577) va 2 chung (IBST5-1, IBST5-2) cung voi Mass41 (AY851295); va nhém 2 gém
cac chung c6 nguon goc hoan toan tir Trung Quoc va 2 chung phén lap ¢ Vinh Long (IBVL17, IBVL22) va
1 chung phan 1ap & Séc Trang (IBST14) cung voi QX va LX4 (QX-like) cua Trung Quoc C6 it nhat 3 nhém
IBV di xéc dinh dugc 14 dang nhiém trén dan ga va co sy da nhiém trén cling mot ¢4 thé, trong d6 ¢6 nhom
4-91, Mass (Mass41) va QX (LX4 hay QX-like) phéan lap nam 2018 tai Soc Trang va Vinh Long.

Tir khéa: IBV, gen nucleoprotein, khoang cach di truyén, Soc Triang, Vinh Long, pha hé.

Determining and grouping IBV in chicken in Mekong Delta, 2018
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SUMMARY

There were 8 nucleotide sequences of the nucleoprotein gene (N) including 403 bp collected from
7 IBV specimens on the chickens raising in Soc Trang and Vinh Long provinces identified by PCR
and sequencing. The nucleotide sequences of gene N of IBV were arranged and compared. The
pedigree of 25 strains was analyzed and genetic distance of 20 strains was calculated. The studied
result showed that among 8 IBV strains isolated in Viet Nam, some strain groups presented a very low
genetic distance, for example: 0-0.2% among 3 strains (IBST3, IBST4, IBST9), 0.5% between 2 strains
(IBST5-1, IBST5-2) and 0% between 2 strains (IBST14 and IBVL22). Base on pedigree analysis, 25
IBV strains were divided into 2 groups, including: Group 1 consisted of all IBV strains in the world, 3
IBV strains isolated in 2018 at Soc Trang (IBST4, IBST3, IBST9), vaccine strain 4-91 (KF377577),
and 2 strains (IBST5-1, IBST5-2) together with Mass 41 (AY851295). Group 2: consisted of all the
Chinese IBV strains and 2 strains isolated in Vinh Long (IBVL17, IBVL22) and 1 strain isolated in Soc
Trang (IBST14) together with QX and LX4 (QX-like) strains of China. At least, there were 3 IBV strains
determined to be infected on the chicken herds, presenting co-infection in the same chicken. Of which,
there were group 4-91, Mass (Mass41) and QX (LX4 or QX-like) isolated in 2018 in Soc Trang and
Vinh Long.

Keywords: IBV, nucleoprotein gene, genetic distance, Soc Trang, Vinh Long, pedigree.
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I. PAT VAN PE

Viém phé quan truyén nhiém (Infectious
Bronchltls IB) 1a mot bénh truyén nhidm cap tlnh
cua gia cam gay ra boi virus viém phé quan truyén
nhiém (Infectious Bronchitis Virus, IBV). Bénh
Xdy ra trén toan thé gii, chi yéu lay nhiém duong
ho hip, than va hé thdng sinh san, gy ra suy hod
hap, t6n thuong than, giam san luong trimg va
trimg bi bién dang (Cavanagh, 2007; Ignjatovic et
al., 2002). IB dugc bao cao lan dAu tién vao nam
1931 tai My va ké tir d6 da trd thanh mot cin bénh
anh huong dén nganh chin nuéi gia cam ¢ tat ca
cac noi trén thé gioi (Sjaak de Wit et al., 2011).

Tac nhan giy bénh 1a mot loai RNA virus,
Gammacoronavirus, thuoc ho Coronaviridae
(https //talk ictvonline.org/), soi don duong, VO’l
chiéu dai xap xi 27,6 kb, ma hoa bén loai protein cAu
trac: nucleocapsid protein (N), membrane protein
(M), envelop protein (E) va spike protein (S); mot
loai RNA polymerase phu thuoc RNA cua virus
va nhiéu protein khong ciu triac khac (Jackwood,
2012). Trong sb cac protein nay, protein S va N
1a protein khang nguyén, tao ra phan tmg mién
dich bao vé chéng lai IBV (Ignjatovic va Sapats,
2005). Protein N bao gdm 409 axit amin. Protein
nay dugc tham gia vao mot loat cac chiic nang
nhu dong géi virus, lap rap, hinh thanh 15i virus,
truyén tin hiéu va diéu chinh qua trinh & bao cha
(You et al., 2007). Protein S dugc chia thanh cac
tiéu don vi S1 va S2, gen S1 rét khac nhau giira cc
chiing virus va 6 lién quan tryc tiép dén su da dang
cta cac nhom khang nguyén va di truyén cua IBV
(Cavanagh, 2007; Toro et al., 2012). Cac serotype
Massachusetts (Mass) va Connecticut (Conn) lan
dAu tién dugc phan 1ap 1an luot vao nhimg nim
1940 va 1950 (Jungherr et al., 1956). Ké tir d6, mot
s0 kiéu huyét thanh bao gom Arkansas, Connecticut
(Conn), Massachusetts (Mass), 4/91, 793B, D274,
H120, Italian-02, Baudette, California, Georgia 98
va QX da duogc xac dinh va béo céo trén toan ciu
(Jackwood et al., 2003; Sjaak de Wit et al., 2011).

Trong nhiéu thap ky, viéc xac dinh va phan loai
di truyén IBV duoc thuce hién ma khong c6 cac tiéu
chi 15 rang vé& danh phap, phuong phap so sanh
phan tich dit liéu phéan tir va xac dinh ving gen

chinh x4c dé phan tich. Két qua 1a cac subclade
cua virus lién quan chat ché, do6i khi luu hanh ¢ cac
viing dia Iy nho, da dugc gan lam kiéu gen moi va
hon 50 nhom di truyén da dugc bao céo (De Wit et
al., 2011). Gan day, mot hé thong phan loai rd rang
hon dya trén hé thong phan loai sinh hoc da duoc
dé xuét cho viéc phan bo cac ching IBV. Hé thong
nay chia lam sau kiéu gen, trong 32 dong di truyén
va cung cap cac chudi tham chiéu dang tin cay dé
hudéng dan phan loai IBV (Valastro et al., 2016).

Gen N va gen S1 dugc lya chon dé su dung
trong phan loai virus IB va c6 rat nhiéu cong bd
dya trén giai trinh ty va phan tich cac gen nay.
Chi thi gen N (nucleocapsid) da gop phén trong
ra soat som sy luu hanh va xac dinh genotype
trong giam dinh va phan loai IBV bén canh chi
thi gen S1 va gan ddy van song song cung st
dung (Huang et al., 2004; Feng et al., 2012; Mo
et al., 2013; Hemida et al., 2017).

DPé kiém soat bénh, tiém phong vacxin 1a
phuong phap quan trong nhat. Vacxin song nhuoc
doc thuong dugce str dung trong chuong trinh ti€ém
phong, tuy nhién kha nang chiu nhi¢t kém, su “tdi
doc” va tai t6 hop gitra virus vacxin va virus giy
bénh thuc dia thuong xay ra (McKinley et al., 2008;
2011; Lee et al., 2010; 2012). Hon nira, cac loai
vacxin nay khong dam bao viéc bao vé cac dan gia
cam khéc nhau d6i véi cac ching IBV méi xuét hién
(Sharma, 1999; Bande et al., 2015). Nhiing yéu t6
nay lam cho viéc kiém soat dich bénh IB cang kho
khan va da dang hoa di truyén phan hoa genotype
cta IBV (McKinley et al., 2011).

Tai Viét Nam, bénh IB dugc quan tam rat
nhiéu trong nhitng ndm gan day va cac cong trinh
cong bd d chi ra ring, IBV ¢ Viét Nam gom nhiéu
dong va nhleu genotype khac nhau cling glong
nhu ¢ mdt s6 nudc trong ving nhu Trung Qudc,
Malaysia; cu thé cac nghién ctru da phat hién mot
mau IBV thudc serotype Massachusetts (dong
H120), bdn mau thudc serotype 793B (dong 4/91)
trén cac trai ga cong nghiép tinh Lam Dong (V5
Thi Tra An et al., 2012); 3 mau thudc genotype
793/B, 1 mau thudc genotype QX va 1 chung
twong dong v6i Malaysia (Tran Ngoc Bich et al.,
2017), cac chung cua Q1-like, QX-like va TC07-
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02-like, dang luu hanh & Ha Noi va mét sb tinh
phia Bic, c6 quan hé gan giii ngudn gbc va dich
t& hoc v6i Trung Qudc (Nguyén Thi Loan et al.,
2017; Nguyén Thi Loan, 2019). Viéc xac dinh cac
chung IBV dang luu hanh, gdy bénh tai Viét Nam
14 r4t can thiét, nhdm 1am sang t6 dich t& hoc phan
tir ctia virus, dong thoi gop phan quan trong trong
cong tac phong chdng dich bénh dat hidu qua tot.
Nghién ciru nay gi6i thiéu mot sé ching IBV
khac nhau, trong d6 cé chiing vacxin trén cac dan
ga & hai tinh Séc Trang va Vinh Long theo phuong
phép sinh hoc phan tir giai mé va phan tich mét phan

trinh tur gen N ctia mét s6 tac gia nhu Huang et al.,
(2004), Fenget al., 2012, Mo et al. (2013), Hemida et
al., (2017), két hop véi phan tich pha hé ngudn gdc,
nhdm nhanh chong xac dinh sy luu hanh cia IBV.

IL. VAT LIEU VA PHUONG PHAP
NGHIEN CUU

2.1. Thu nhin va biao quin miu

Mau bénh pham 13 khi quan cia ga dugc
chan doan 1a nhiém IBV tir cc trai chan nudi ga
tai hai tinh Séc Trang va Vinh Long, bao gom 8
mau (bang 1). Mau duoc bao quan lanh & -20°C.

Bang 1. Danh sach cac chung IBV Viét Nam va thé gi®i str dung gen N dé phan tich
so sanh thanh phan gen va méi quan hé nguén géc pha hé

TT Ky higu ching Ngséf:liéénn%?en pf?éénn:ép Eﬁﬁifthfﬂ Genotype f:l:cc::z;i
1 IBST3 Nghién ctru nay 2018 Viét Nam ban bénh
2 IBST4 Nghién ctu nay 2018 Viét Nam ban bénh
3 IBST5-1 Nghién ctu nay 2018 Viét Nam ban bénh
4 IBST5-2 Nghién ctru nay 2018 Viét Nam Mass-41 ban bénh
5 IBST9 Nghién ctru nay 2018 Viét Nam Mass-41 ban bénh
6 IBST14 Nghién ctru nay 2018 Viét Nam LX4 Dan bénh
7 IBVL17 Nghién ctu nay 2018 Viét Nam LX4 Dan bénh
8 IBVL22 Nghién ctu nay 2018 Viét Nam LX4 ban bénh
9 4-91vaccine KF377577 - Trung Quéc 4-91 Vacxin
10 gammaCoV-74 KT886454 2009 Ba Lan QX Vacxin
11 H52 EU817497 2014 Trung Quéc Chuward Vacxin
12 Cal557 FJ904715 2003 Hoa Ky CAL Cuong doc
13 THAB80151 KU253620 2008 Thai Lan QX-like Cuong doc
14 TN92 KR902510 2003 An Do Mass-41 Chwa rd
15 Massé1 FJo904721 1972 Hoa Ky Mass-41 Cuong doc
16 Mass41 AY851295 - - Mass-41 Chuward
17 LX4 AY217750 - Trung Quéc Chuward Cudng doc
18 SDZB0808 KF853202 2008 Trung Quéc QX Cuong doc
19 Sz KY421672 2012 Trung Quéc QX-like Cuong doc
20 ck-CH-LBJ-120481 KX389094 2012 Trung Quéc LX4 Cuong doc
21 gammaCoV-G052 KY047602 2016 Ba Lan GI-23 (Var2-like) Cwong doc
22 Cal99 AY514485 - Hoa Ky CAL Nhwoc doc
23 Conn46 FJ904716 1996 Hoa Ky CON Nhuwoc doc
24 Mass41 FJ904722 1979 Hoa Ky Mass-41 Cuong doc
25 gammaCoV-11101  KY620116 2016 Trung Quéc LX4 Cuodng doc
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2.2. Phwong phap nghién ciru
2.2.1. Téch chiét RNA tong sé va chuyén cDNA

RNA tong sb duoc tach chiét tir mau bénh
pham sir dung bo sinh pham RNeasy Minikit
ctia QIAgen, theo hudéng din ciia nha san xuat,
tom tit nhu sau: B6 sung 350 ul RLT véo ong 2
ml sach; thém 150 pl mau vao, lic déu; bd sung
350 pl Ethanol 70%, lic déu va dao; chuyén cot,
ly tam 10000 v/p trong 1 phut, bo dich phia dudi
6ng; bo sung 700 pl RW1, ly tam 10000 v/p
trong 1 phiit rdi bo dich; thém 500 pl RPE; ly
tam 10000 v/p trong 1 phut va bo dich duéi roi
lam kho cot bang cach ly tam; cho 30 pl Elution
Buffer vao gitra cot, dé & nhiét d6 phong 2 phut
ri ly tim 10000v/p trong 2 phut, thu dich. Bao
quan mau ¢ -20°C.

RNA tong s6 dugc chuyén doi thanh DNA
(cDNA) str dung moi x4c suat hexamer (Thermo
Scientific) voi chu trinh: 56°C/60 phut va vo
hoat & 85°C/5 phut.

2.2.2. Thu nhén gen N bang PCR, gidi trinh tw
va phdn tich phd hé

Phan ttng PCR thuc hién voi moi xudi IBF 5
TTTTGGTGATGACAAGATGAA 3°) va moi
ngugc IBR (5 CGCATTGTTCCTCTCCTC 3°)
(Feng et al., 2012), thu vung gen N, kich thudc
khoang 0,4 kb, vo6i chu trinh nhiét: 1 chu ky o

IB 1B IB

M ST14 ST3 ST9

564 bp

1B

ST4 STS

94°C/5 phut, 35 chu ky [94°C/30 giay, 45°C/30
giay; 68°C/1 phut], va 1 chu ky ¢ 68°C/8 phut.
Tinh sach bé“lng b sinh phém QIAquick PCR
Purification kit (QIAGEN) va gt doc trinh tu
truc tiép.

Céc chudi nucleotide gen N duoc sip xép so
sanh bang chuong trinh GENEDOC2.7 (http://
www.nrbsc.org/gfx/genedoc/), xdy dung pha hé
ngudn gbe bang chuong trinh MEGA7, sit dung
phuong phap “tiép cdn cwe dai” (Maximum
likelihood), v6i hé s6 kiém dinh tin tuong
bootstrap 1a 1000 lan lap lai (Kumar et al., 2016).

III. KET QUA VA THAO LUAN

3.1. Két qua thye hién phan ung PCR, gidi
trinh tw mot phan gen N

San pham PCR thu dugc c6 kich thuédc
khoang 0,4 kb, két qua dién di ¢ hinh 1 cho thy
chat lugng t6t, bang DNA sang, don bang. Sau
khi giai trinh ty, phan gen N ¢6 kich thudc 403
bp cua 8 mau IBV cua Viét Nam di duoc thu
nhan. Tir mau bénh pham IBST5, hai chudi gen
dat tén la IBSTS-1 va IBST5-2 da thu duogc,
chung to trong do co6 hai hé gen cua IBV song
nhiém trong ciing mot c4 thé ga bénh. Tat ca cac
chudi gen nay duoc sir dung dé phan tich dic
diém phan tir va pha hé nguon gbc.

1B 1B B IB
VL17 vi21 vi2z2

400 bp

Hinh 1. Dién di san pham PCR cua 5 chung IBST va 3 ching IBVL trén thach agarose 1%
M: Chi thi phan tir DNA cua thuc khuan thé Lambda dwoc cat bang HindlIll. Cac mau thu tir Soc

Trang ky hiéu ST va tir Vinh Long ky hiéu VL.
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3.2. Khoiang cach di truyén va bién déi

nucleotide giira cac ching IBV

Trinh ty 403 nucleotide gen N cua 25 ching

IBV (bang 1) dugc dua vao chuong trinh
GeneDoc2.7 dé sip xép so sanh va MEGA7
dé phan tich muc d6 dong nhét vé thanh phan
nucleotide (bang 2).

Bang 2. Khoang cach di truyép (%) gitra cac chung IBV cua Viét Nam trong nghién ciru nay
va mét so6 ching tham chiéu dai dién cuia the gi¢i

Cac chung IBV Viét Nam
trong nghién clru nay

Cac chiing tham chiéu cua thé gi&i

1 2 3 4 5 6 7 8

1 I1BST4

2 IBST3 02

3 IBST9 02 00

4 IBST5-2 47 45 45

5 IBST5- 47 45 45 05

6 IBVL17 88 86 86 62 68

7 IBST14 88 86 86 68 73 12

8 IBVI22 88 86 86 68 73 12 00

g 491 02 00 00 45 45 86 86 86
vaccine
gamma-

10 P& 09 08 08 52 52 94 92 92

1 52 32 30 30 49 47 91 84 84
(vaccine)

12 Cal557 44 42 42 42 40 82 88 88
THA

13 o 47 45 45 33 32 75 83 83

14 TNO2 44 42 42 11 06 67 73 73

15 555541' 45 44 44 09 05 67 73 73

16 Massd1 47 45 45 05 00 68 73 73

17 Lx4 69 68 68 71 77 37 38 38
SDzB

18 oo 73 71 71 59 60 32 42 42

19 sz 75 73 73 70 75 25 24 24
ck-CH-

20 LBJ- 84 82 82 68 69 20 22 22
120481

9 0 11 12 13 14 15 16 17 18 19

0,8

30 37

42 49

45 54 4,3

42 49 3,7

44 51 3,8 0,5

4,5
6,8

5.2
7,5

4,7
5,3

4,0
6,9

0,6
7,3

0,5

73 1,7

71 80 72 67 57 57 60 30

73 81 75 81 71 72 75 28 40

82 92 85 84 75 69 69 69 38 34 33

Ghi chii: Céc ching IBV ciia Viét Nam trong nghién cvru nay (1 dén 8) dwoc boi khung nén chi dinh. S6
liéu cac chung Viét Nam so sanh voi nhau va voi cac chung dai dién cua the gioi dwoc boi dam.

Khoang cach di truyén (pairwise genetic
distance) theo cip giita 20 ching bao gom 8
chung cua Viét Nam trong nghién ctru nay va 12
trinh tu tham chiéu ctia cac ching khac nhau trén
thé gidi (liét ké & bang 1) dugc tinh toan bang

phuong phap don gian (khoang cach p-distance).
Giita cac ching Viét Nam, mot s6 nhém chiing
6 khoang cach di truyén rat thip, cu thé 0-0,2%
giita 3 ching IBST3, IBST4, IBSTY (s 1-3),
0,5% gitra 2 ching IBST5-1 va IBST5-2 (s6 4-5)
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va 0% giita IBST14 va IBVL22 (s6 7-8).

So sanh véi cac chung cua thé gidi chung
t6i thay, 3 ching IBST3, IBST4, IBST9 la cac
ching vacxin gidng véi ching 4-91 vacxin
(KF377577) ciia Trung Qudc do d6 sai khac
chi 1a 0-0,2%. Hai ching song nhiém trén ga
la IBSTS5-1 va IBST5-2 do ¢6 khoang cach di
truyén thap, chi 1a 0-0,5% véi ching Mass41
nén c6 kha ning dan xuét xr tir ching nay va
luu ctru trong dan (bang 2).

7

*

o 2 9 vaccine. M KFITTSTT
= Rmma Co-Td-Poland[2009)- 33- N KTE2645 4
2 L CamaCoV-B05Z-Poland 2016 b GR23-KYDATE 2
— —  Cal557-USA(2003 }Calf crria-N-FJ304715 1a
C2199- US4 Califorriads- M o1 4485
= 82-Chirm-d-81like-N-KJ425457

73

4z

— @ [ESTA[2018 - HF{ 402 bp)
L2l |ESTI(201 8} HP(402ED)
# [EST3 (2015 )- NF{403bp)

4| |B17-Chira[Z012 )} Mass- HKT203557
H52- Chira-vaccirestrain(201 4} E B 17497
" |H120-Metherlands[ 196 0 FJ3E5351
= |BA- Methierlands[ 1960 } H12 0- GU283335

B K0:58-02- Southkorea- KMA1-44730357
=7 | V0 44-02- Southkorea- KM31-0 730348
KOEF-01- South Horea- KM31-057 302344
K202-02- Southkores - Mass41+ K M1 -0 TA0 351
KA17-02 - Southkores (2002 )-J Q893048
Had6-01- Sout hkorea(2 009 FJEES 3045

KM31-Southkaorea (1991 }FJEATTEI &

Conrdt -USA[1872 }F Cornecticut- W-FJIA04717 1b

THE A0 51-Thailand 2008 1 G3- ik e-KU2Z536210
I:THA50151 -Thailand 2002} Thailand kK L5268
= ’—TN92 i3l 2002} Mass41-N-K RINZS10
— Mazz41-USA[1 972 Mass - N F 1904721
T #IBSTS-2[2 018N 403bp]
=1 #IESTS1[2048 L HP[4030p)
25 ' Massd1- Mass- ML YE31295
= — qamma Cob 011 8- Chine [2014]- Ty -M Ky 407558
== [Mmmrnrna Cob- 011 1-Chira [2014)- TW1 - HKY 407557
0 garnrna Cot 01 14- China( 2014 } T - B Y A0TS56
30ZB0208- China[2008 } @15t ype- N- KFa52 202
ad == | PAON- Chinal 2003 } 0% N- KM 526818
S0-Chirm[ 2013 Q- like- N KY42167 3

B ss[ck- CH LA HA 20721 -Chira(2 012} L 34- MK 234811 7
Lad-Chira-AY247750

]—gamma Co-H A -China(201 6} L34- BYE2M1E
= SZ-China(20M 2 FRE-like- N-Kv 421672

< ck-CH LB 20431- Chira(2 112 L %4- MK 38309 4
= # IBVL17(2018 FNP[403E0)
= & [EVL22[ 2013 | NP[403bp)
= [ IBST14{ 2018} NP[403bR)

ck-CH-LE-140:511-China201 41 LAd- M- ke 2 Ed2 93

3.3. Phéan tich pha hé va phan nhém dgc luc
cuia cac chiing nghién ctru

Bing chwong trinh MEGA7 (Kumar et al.,
2016), trinh ty chudi nucleotide gen N cia 8
chung IBV trong nghién ctru nay, cung véi 17
chung khac cua thé gidi (bang 2) duoc sir dung
dé phan tich mdi quan hé pha hé, tir d6, xac dinh
phan nhom dwa trén sip xép cac chung trong
phan nhoém tuong ung (hinh 2).

Nhém 1

Mhém 2

Hinh 2. Cay pha hé xdc dinh phan nhém giira ching IBV Viét Nam va thé gi&i
Phdn tich dwa trén so sanh trinh tw mét phan nucleotide gen N bang chicong trinh MEGA7, sir dung
phiwong phdp “tiép cdn cuc dai” (maximum likelihood, ML) v6i do tin cdy bootstrap 1000 lan Idp lai
(Kumar et al., 2016). H¢ S0 tin tuwong (bootstrap) duoc ghi ngay tai moi nhom phan nhanh. Ghi chii:
sau tén ching la tén quoc gia ma ching dé xudt xit/phdn ldp va ndm phan ldp (néu co), sau cing la sé
dding ky Ngdn hang gen (xem bdang 1); biéu twong hinh vuéng chi dan cdc ching IBV phdn ldp ¢ Soc

Trang va Vinh Long trong nghién ciru nay.

10
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Két qua phan tich pha hé thé hién ¢ hinh
2 cho thdy, tit ca 25 chung (Viét Nam va thé
gi61) dugc chia thanh 2 nhém chinh. Nhém 1
bao gém cac mau cua thé gidi, va 3 mau IBV
phan lap nam 2018 tai S6c Trang (IBST4;
IBST3; IBST9) cung véi chung vacxin 4-91
(KF377577) trong nhém phu la; va 2 mau
khac (IBSTS5-1; IBST5-2) cung véi Mass41
(AY851295) thudc dong Mass4l nhoém phu
1b. Nhém 2 bao gém cic ching cé ngudn
gbc hoan toan tir Trung Qudc, va 2 mau cua
Vinh Long (IBVL17, IBVL22) va 1 miu ctia
So6c Trang (IBST14) trong phan nhém phu 2a,
cung voi QX va LX4 (QX-like) cua Trung
Quéc (hinh 2). Cac miu cia Viét Nam nam
trong cung nhom voi cac chung cuong doc
IBV thudc cic dong moi xuét hién gin day
1a QX, QX-like, LX4 cho thdy, rit co thé cac
mau IBV nay ciia Viét Nam c6 xudt xir xam
nhdp tor Trung Quic.

3.4. Mot s6 thao luin

Mot s6 ching IBV da duogc phat hién, phan
1ap va khao sat dac diém sinh hoc phan tu trén
ga tai Séc Tring va Vinh Long va budc dau
genotype/dong xuat xtr da duoc xac dinh. Nhu
vay, trong 8 mau nghién ctru, c6 3 mau twong
ddng cao véi chung 4-91, 2 miu véi Mass41 va
3 mau c¢6 xu huéng thudc cac loai IBV méi ciing
v6i LX4 va QX-like ctia Trung Qudc.

Bamau ¢ Soc Trang (IBST3, IBSTS, IBST9)
madc du phan Iap tir dan bénh (bang 1), c6 sai
khac rat thap (0-0,2%) hay noi cach khac, ¢
mirc do dong nhat gan nhu tuyét d6i voi chung
vacxin 4-91 (Ngan hang gen: KF377577) va
phan tich pha hé (hinh 2) ciing cho thdy cac
chudi nucleotide c6 su sip xép cing mot phan
nhanh vdi chung vacxin 4-91. Pay la loai vacxin
nhuoc doc do cong ty Intervet san xuit (Nobilis
IB  4-91)  (www.thepoultrysite.com/focus/
contents/IB491.pdf). Do loai vacxin nay dugc
st dung tai Viét Nam, nén co thé da tang doc
luc do luu ciiru trong tu nhién va c6 kha nang
gdy bénh tré lai. Mac du c6 mutc do déng nhét
cao, nhung chiing t6i chua xac dinh 3 chung nay

thugc loai vacxin hoan toan hay la cac chung
vacxin 4-91 da “tai doc” (cudong doc hoa trd lai).

Hai chiing song nhiém (IBST5-1, IBSTS5-
2) & Soc Trang thudc dong Mass41, trong do
dong Mass41 cung cap nhiéu ching vacxin
dang duoc st dung trén toan thé gisi. Véi su
ddng nhit cao v6i ching cudng doc Mass4l
(AY851295), 2 ching IBV song nhiém niy &
S6c Trang c6 kha nang la ching cuong doc
dang gay bénh. Diéu dic biét chi y 1a 3 chung
0 Soc Trang va Vinh Long (IBST14; IBVL17;
IBVL22) c6 sy ddng nhat cao va tap hop clng
nhém véi mot sé chung Trung Quédc duogc xac
dinh c6 xu hudng thude vé dong LX4 hay con
goi 1a QX-like (Li va Chen, 2017). Nhu vay,
kha ning dy 1a cac ching co xuit xtr tir LX4
va tir Trung Qudc xam nhdp vao Viét Nam.
Nhiéu chung/genotype IBV cua Viét Nam c6
xuat xtr tir Trung Qudc va cac nude trong ving
duoc xac dinh trong cac cong bd gan day (Tran
Ngoc Bich et al., 2017; Nguyén Thi Loan et al.,
2017; Nguyén Thi Loan, 2019).

Tuy sb lwong mau con it va dia ban chi la
2 tinh ¢ Déng béng song Ctru Long, nhung
nghién ciru cta ching t6i di bude dau chi ra
rang c6 it nhat 3 nhom virus IB dang nhiém trén
dan ga va sy da nhidm trén cing mot ca thé ga
bénh. Trong dd, ghi nhan nhém 4-91 va Mass41
tuong tu két qua ctia V& Thi Tra An va cong
su (2012) va phat hién nhom LX4 hay QX-like
tai cac tinh dong bang séng Ciru Long khing
dinh sy Iuvu hanh cua chung nhu Tran Ngoc
Bich et al. (2017) cho thiy su giy bénh phic
tap gom nhiéu dong IBV khac nhau ¢6 nguon
gbc Trung Qudc. IB van 1a van dé dich bénh kha
phirc tap trén toan thé giGi va IBV khong ngimg
tién hoa, phat sinh nhiéu genotype va phan dong
moi (Lin va Chen, 2017) cang lam cho IB tro
nén nghiém trong hon. Két qua cua nghién ciru
nay gop phan lam sang to IBV tai cac tinh dong
bang song Ctru Long ¢ sy da dang di truyén
cao voi su xuit hién cua cac chung thudc cac
dong IBV cuong doc co thé c6 ngudn gdc xuit
Xt tir Trung Qudc.
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IV. KET LUAN

Tam chung IBV cua Viét Nam, phan lap tai
Soc Trang va Vinh Long ndm 2018 dugc xac
dinh thudc 3 nhom 4-91; Mass41 va LX4 (QX-
l1ke) nhom nay c6 thé xudt xir tir Trung Qudc tir
két qua phan tich khoang cach di truyén va pha
hé dua trén chudi gen nucleoprotein (N). Két
qué ctia nghién ctru nay gop phan lam séng to
cac chung va nhom IBV dang luu hanh tai mot
s6 tinh déng béng song Cuu Long cosuda dang
di truyen cao dé luu y vé dich t& hoc va truy xudt
nguon goc.

Loi cam on: Cam on tai tro kinh phi cua
Quy phat trién Khoa hoc va Cong nghé quic
gia (NAFOSTED) cho dé tai “Nghién ciru ddc
diém he gen va xdc dinh genotype (genotypmg)
mot 6 virus RNA gdy benh truyén nhiém ¢ gia
cam tai Viét Nam”, ma sé 106-NN.02-2013.37
dé thyee hién cong trinh nay.
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