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Panh gia bién lugng di truyén con lai ciy cao
su thudc hai to hop lai PB260 x RO44/71 va
PB260 x RO62/54 bang

k§ thuat RAPD

Nguyén Minh Thién, Pham Thi My Tién

Tom tdt—Viée danh gia céc con lai bing céc chi
thi hinh thai nhw hién nay ton nhiéu thoi gian va dé
bé sét vat liéu di truyén tét chwa dwgc biéu hién &
con lai. P& rit ngin thoi gian chon tao va sir dung tbi
da vit liéu di truyén, nganh cao su di wng dung céc
chi thj phian tir dwa trén DNA nhu RAPD (Random
Amplification of Polymorphic DNA) vao cdng tac
chon gibng. Chung t6i da sir dung 8 prlmer dé danh
gia 71 con lai va bd me cuia chung, két qué thu dwgec
dwgc phan tich bing cic phidn mém Popgene 1.31,
GenAIEx 6.1 va NTSYSpe 2.1. Két qua PCR véi 8
primer thu dwoc téng cong 109 bing véi 98 bing da
hinh chiém 81,65% va trung binh c¢6 11 bing da
hinh/cip mdi. Hé s6 twong ddng di truyén dua trén
chi s6 DICE bién thién tir 0,560 (LH05/0822 va
PB260) dén 0,991 (LH05/0871 va LH05/0841); diéu
niy c6 nghia khoiang cich di truyén bién thién tir
0,009 dén 0,440, trung binh 1a 0,231. H¢ s6 da dang
gene Shannon va hé s di hop tir trung binh lan lrgt
14 0,328 va 0,176, diéu nay cho thay con lai ciia hai té
hop bién thién di truyén kha rong. Két qua phén tich
ngudn bién lwgng di truyén phin tir AMOVA cho
thay bién lrong di truyén do sw khac biét giira cac c4
thé trong quén thé chiém 62% va giira hai t6 hop lai
12 38% tdng bién lwgng. Phan nhém di truyén bing
phuwong phap UPGMA cho thiy cic con lai chia 1am
2 nhém di truyén chinh (& mirc twong ddng di truyén
0,75), nhung cac con lai phin bé rai rac khong phu
thude vao td hop lai.
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1. MO PAU
ay cao su co tén khoa hoc 1a Hevea
brasiliensis  thuéc  ho Thau  dau

(Euphobiaceae). Ho Euphobiaceae c6 10 loai cho
mi cao su khac nhau gdbm: Hevea benthamiana,
Hevea camargoana, Hevea camporum, Hevea
guianensis, Hevea microphylla, Hevea nitida,
Hevea pauciflora, Hevea rigidifolia, Hevea
spuceana va Hevea brasiliensis, nhung chi cé
Hevea brisiliensis c6 nghia vé mat kinh t& va dugc
trong rong rdi nhat. T4t ca loai tir chi Hevea déu la
loai ban dia cua vung Amazon, Nam My va phan
bd tu nhién trén mot khu vuc rong 16n tir vi d¢ 60
Béc dén 150 Nam, giita kinh d6 460 Dong dén 770
Tay. Ngoai khu vyc trén, cdy cao su khong ghi
nhén moc tu nhién & khu vuc khac [5, 11].

Do hau hét cac giéng cao su canh tac hién nay
dugc bit ngudn tir cac cdy cao su do Henry
Whickham thu thap trong mét pham vi hep cua
ving Rio Tapajoz nén cac gidng cao su san xuat
chi thich hop canh tac trén cac ving c6 diéu kién
sinh thai giéng véi ving nguyén quan Wickham
(W) [5, 13]. V6i nhitng nd luc cai thién chét lugng
gibng cao su cua cac thanh vién IRRBD
(International Rubber Reseach Development
Board) thi ning suit cao su di tang lén dang ké so
VGi cac giong ban dau va céc ky thuat san xuat
gidng ciing dwoc tiéu chuin héa nhu st dung hat
thuc sinh c6 chon loc, ghép chdi ngu trén géc thuc
sinh, lai hoa. Tuy nhién, vi nguon di truyén W rat
han hep va chon loc con lai chi dua vao cac tinh
trang ndng hoc ma chu yéu la tinh trang nang suat
ma va tée do tang truang nén ngudn di truyén nay
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bi Xx6i mon din dén téc d6 cai tién gidng bi suy
giam nghiém trong chi sau 2-3 chu ki lai [10]. Vi
vay dé mé rong ngudn di truyén bé me cho cong
tac lai tao giéng cao su, IRRBD di tién hanh thu
thap ngudn cao su hoang dai trén khu vuc rong 16n
clia Amazon vao nam 1981 va phan phdi cho cac
thanh vién thuc hién cong tac gidng [5, 11].

RRIV (Rubber Research Institute of Viet Nam)
cling 1a mét trong nhitng don vi dwoc tiép nhan
ngudn di truyén Amazon (A) va di tién hanh sir
dung ngudn di truyén nay vao cong tac lai giéng
tai Viét Nam. Véi nguon di truyén nay Vién
Nghién ctu Cao su Viét Nam (Vién) da dat duoc
nhiéu thanh tyu dang ké phuc vu cho muc tiéu phét
trién cay cao su ra ngodi cac ving truyén thong &
Pong Nam B¢ va tao cac gidng huéng dén cac
muc ti€u khac nhau nhu chiu lanh, huéng muy,
huéng gd, nang cao tinh khang bénh [5, 14]. Vi
viéc danh gia con lai dya trén céc tinh trang ndng
hoc thuong tén nhiéu thoi gian (khoang 5-10 nim)
va dé& bo qua cac ngudn di truyén qui khong duoc
biéu hién & cac con lai. Nhan thdy nhitng han ché
d6 nén Vién da tién hanh ung dung chi thi isozyme
vao cong tac gidng va budc dau da mang lai mot
s6 két qua dang khich 1&. Tuy nhién, cac chi thi
isozyme thé hién nhiéu han ché nén viéc chon lva
mét chi thi dua trén DNA 14 can thiét va RAPD da
duogc nhiéu Vién Nghién ciru Cao su trén thé gisi
lya chon va RAPD da chung to la mot cbng cu
hiéu qua dé danh gia bién lugng di truyén giira cac
loai ciing nhu giita cac ca thé trong quan thé [6,
15]. Tai RRII (Rubber Research Institute of India),
RAPD d3 duoc sir dung phé bién dé nhan dang,
danh gia bién luong, phét hién marker lién két véi
tinh trang l0n tu nhién va tinh trang khang bénh
rung 14 do Corynespora trén cay cao su [12, 16 -
18].

Trong nghién ciru nay, ching tdi str dung chi thi
RAPD Vi 8 cap mdi duoc chon loc tir 13 cap moi
dugc bao céo cho da hinh trén cdy cao su nhim
danh gia bién lugng di truyén cua hai té hop con
lai cdy cao su PB260 x RO44/71 va PB260 x
RO62/54 nham muc dich danh gia bién lugng di
truyén cac con lai qua d6 hd trg cong tac lai tao
giéng cua Vién. Két qua PCR duoc phan tich bang
dién di trén gel agarose va s liéu dugc phan tich
biang cac phan mém Popgen 1.31, GenAlEx 6.1 va
NTYSpc 2.1.

2. VAT LIEU VA PHUONG PHAP

Vit liéu

Céc vat liéu nghién ctu coa d& tai bao gom 74
dong vo tinh (DVT) cdy cao su tai Vién, trong d6
c6 3 dong vd tinh bé me 1a PB260, RO44/71,
R0O62/54 va 71 dong vo tinh la cac con lai cua hai
to hop lai PB260 x RO 44/71 va PB260 x RO62/54
duoc ki hiéu LHO3/ va LHO5/. DNA duoc tach
chiét bang bo kit QLAGEN DNeasy Plant mini kits
(QIAGEN — Puc). Tam cap mdi duoc st dung
trong nghién ciru duoc chon loc tir 13 cap moi da
dugc bao cao cho da hinh trén ciy cao su vdi tén
va trinh ty nhu bang 1 [4, 17, 20].

Bang 1. Danh sach va trinh tu 8 cip mdi sir dung
trong nghién ctru

STT| Tén mbi Trinh ty mbi Tm
&9
1| OPAD4 5'- AATCGGGCTG -3' | 32
2 | OPA16 5'- AGCCAGCGAA -3' | 32
3| OPAIS 5'- AGGTGACCGT -3' | 32
4| OPB12 5'- CCTTGACGCA -3' | 32
5| OPCO5 5'- GATGACCGCC -3' | 34
6| P10 5'-TCCCGCCTAC -3' | 34
7] A18 5'- AGGTGACCGT -3' | 32
8 04 5'- AAGTCCGCTC -3' | 32

Phwong phap nghién ciru
Léy mau va ly trich DNA

Mau duoc lay trén trén vuon tuyén non va vuon
Iuwu trir quy gene cua Vién. Tién hanh chon nhiing
mau 14 non khdng sau bénh, m&i mau ldy tir 3-5 14
cho vao bich ziplock, ghi théng tin mau va cho vao
thing chira da kho chuyén vé phong thi nghiém.
Tai phong thi nghiém, mau duoc rira sach dudi voi
nudc va tién hanh ly trich DNA. Méu dugc nghién
véi nitrogen long va ly trich DNA theo quy trinh
cua bo kit QTAGEN DNeasy Plant mini kits dugc
khuyén céo boi nha san xuét va duoc cai tién mot
s6 bugc. Mau sau ly trich dwoc bao quan & —20°C.
Phwong Dinh tinh va dinh lwong DNA

Mau DNA duoc tién hanh dinh lugng bing
phuong phap do mat d6 quang (OD) ¢ budc sdng
260 nm va 280 nm. Mau DNA dugc pha lodng 101
1an bang céch pha lodng 10 uL DNA véi 1000 pL
nudc cat 2 lan. Néu két qua do co ty 6 ODazsors0 =
1.8 —2 thi DNA cua mau da duoc tinh sach va ham
lwgng DNA trong mau dugc tinh theo cong thirc
sau:

DNA (ng/mL) = [(62,9 * ODzso) — (36,0 * ODzso)
* d0 pha loang
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Mau DNA duogc dinh tinh thong qua dién di trén
gel agrarose 1% dé xac dinh muc do nguyén ven
va do tinh sach cia DNA. Mdi giéng dugc trén gel
duoc load mot mau DNA véi 8 ul mau va 2uL
loading dye va 2 giéng ngoai cing cua gel dugc
nap thang Lamda molecular weight 100 bp. Gel
dugc dién di trong buffer TEA 1x véi hiéu dién thé
80 V. Sau dién di, gel dugc nhuém vai ethidium
bromide 1 pg/mL trong 30 phit va raa trong 10
phut.

PCR

M3au DNA duoc pha lodng vé& ndng d6 25 ng/pL
truéc khi thuc hién phan wng PCR véi lan luot 8
cap moi. Mdi phan tng PCR c6 thé tich 25 pL
gom: 5 pL green PCR buffer 1X; 2 uL MgCl, 25
mM; 0,5 pL dNTP 10 mM, 0,3uL Taq DNA
polymerase 5U; 2 uL mdi 10uM; 2uL DNA mau.
Phan @ng PCR dugc thuc hién bing may luan
nhiét MyCycle (BIO-RAD) theo chu ki luan phan
ung nhu Bang 2.

Béng 2. Chu trinh nhiét cho phan tng PCR

Budéc Giai doan Nhiét Thoi $6 chu
do °c gian ky
1 Bién tinh ban 94 3 pht 1
dau
2 Bién tinh 94 30 gidy
3 Bét cap 30 45 giay 35
4 Kéo dai 72 2 phat
5 Kéo dai cudi 72 3 pht 1
cung
6 Gift mau 4 1 gioy 1

Dién di va md héa sé liéu

San pham PCR véi 8 cap moi RAPD gom cac
con lai va b6 me dugc dién di cung voi thang 100
bp Molecular Ladder trén gel agarose 2% bang bo
dién di ndam ngang vai hiéu dién thé 70V, cuong
do dong dién 70 mA trong buffer TAE 1X trong
vong 80 phat. Gel sau d6 dugc nhudém vaéi
ethidium bromide 1 pug/mL trong 30 phut va chup
hinh biang may GelDoc - It™ Imaging System.
Két qua dién di dugc chuyén sang dang nhi phan
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theo nguyén tic co6 band twong ung véi 1 va
khong co6 band twong tng véi 0.
Phan tich két qua RAPD

Két qua d mi hoa dudi dang nhi phan dugc luu
duai dang file Microsolf Excel. File nay dugc sir
dung 1a s liéu dau vao cho cac phan mém phan
tich két qua RAPD dugc sir dung trong nghién ciu
nhu NTSYSpc 2.1, GenAIEx 6.3 va Popgene 1.31
[9]. Bién luong di truyén cua quan thé dugce danh
gia cac chi sb: trung binh di hop tir (mean
heterozygosity), khoang céach di truyén va nguon
bién lugng phan td AMOVA (Analysis of
Molecular Variance), chi s6 Shannon (Shannon’s
diversity index), ty I¢ bang da hinh va hé s tuong
ddng/di biét di truyén gitra cac ca thé va su phan
nhém di truyén theo phuwong phip UPGMA
(Unweighted Pair Group Method with Arithmetic
average) duya trén hé sé dong dang di truyén DICE
ctia c4c ca thé.

3. KET QUA VA THAO LUAN

Két qua ly trich DNA

Tat ca 74 DVT duogc ly trich bing bo kit
QIAGEN DNase Plant Mini Kits cua QIAGEN véi
quy trinh dd duoc téi wu hoa theo khuyén céo cua
nha san xuat va diéu kién tai Vién. Két qua do OD
cho thiy 74 miu DNA cho ham luong DNA dao
dong tir 147,51 ng/uL (LHO05/0803) dén 1840,55
ng/uL (PB260) v4i ham lugng DNA trung binh Ia
429,81 ng/uL. TS’ Sé ODzeo/Ongo dao d(}ng tur
1,48 dén 2,30 trung binh 1,73. Trong mau DNA
cia 74 DVT ly trich c6 50 mau (66,7%) c6 ty s6
OD260/ODago ndm trong khoang 1,7-2,0. Két qua
dinh tinh cac mau DNA ly trich duoc bang dién di
trén gel agarose 1% cho thdy chit lwong mau ly
trich khong cao, DNA dut gay nhiéu thé hign qua
vét sang kéo dai trén gel dién di (Hinh 1). Tuy
nhién, cac két qua dinh tinh va dinh luong DNA
nay ciing phu hop véi khuyén céo cua bo kit va céc
dé tai nghién ciru trude do tai [5].
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Hinh 1. Binh tinh DNA tong sb bang phuong phéap dién di trén gel agarose 1%. M la thang Lamda MWL (48, 502 bp, 500 ng/ul).
Tur H20 dén H39 1a ky hi¢u cac DVT cao su trong nghién ctru
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Hinh 2. Két qua dién di san phém RAPD véi 8 cap mdi. A: cap mdi 04, B: cap mdi OPCO5, C: cap mdi OPB12, D: cap mdi P10, E: cap
moi Al8, F: cap moi OPA18, G: cap moi OPA16, H: cap moi OPA04

Bing 3. Khai quat cac thong sé di truyén trong quén thé khao sat

Chi tiéu danh gia Té hop 1 Té hop 2 Ca quin thé
S kiéu di truyén 29 42 71
Téng s6 bang khuéch dai 70 78 109
Téng s6 band khuéch dai boi mi kiéu di truyén 46 —58 37-60 37—-60
S6 band ddng hinh 22 22 21
Bién thién HSTDDT cép con lai 0,697 — 0,982 0,651-0,991 0,651—0,991
- Trung binh 0,836 0,835 0,769
Bién thién KCDT con lai 0,018 — 0,303 0,009 — 0,349 0,009 — 0,440
- Trung binh 0,164 0,165 0,231
HSTDDT giira bd va me 0,704 0,682
KCDT gitra b va me 0,296 0,318
Hé sb da dang gen Shannon 0,272 0,271 0,328
Hé s6 di hop tir trung binh 0,177 0,176 0,176

* HSTD DT: h¢ so tuong dong di truyén. KCDT: khoang cach di truyén
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Hinh 3. Két qua phan nhom di truyén con lai theo phuwong phap UPGMA dua trén hé sb ddng dang di truyén DICE phan tich bing
phan mém NTSY Spc 2.1

Theo Weising va cs (2005) thi ddi vai ky thuat
RAPD khong doi hoi DNA khuon c6 d6 tinh sach
cao va chi can vai ban sao caa DNA miu ciing du
lam khuén cho phan tmg PCR. Déi voi mau DNA
ly trich tr miu 14 cao su chi can két qua
OD260/ODggo tir 1,4 tré 1én da cho két qua RAPD
t6t va on dinh [7]. Chinh vi vdy ma 24 mau DNA
cd gid tri OD20/OD2go ¢ ngoai khoang 1,7-2,0
ciing cho san pham RAPD phu hop.

Pinh gia dd da hinh cia cic cip mdi trén tap
doan gidng nghién ciru

San pham PCR véi DNA tir 74 DVT lam khudn
dugc chay dién di trén gel agarose 2%. Két qua
dién di duoc sir dung dé danh gia sy da hinh cua 8
cap moi trén tap doan giéng khao sét (hinh 2). Két
qua 8 cap mdi khuéch dai dwoc téng cong 108
bang, trong d6 sé bang da hinh 1a 88 bang c6 kich
thudc 180-2300 bp, chiém 80,73%. S6 lugng bang
da hinh do mot cap mdi tao ra bién thién tir 4
(OPA16) dén 15 (P10), chiém tir 66,67-92,86%,
trung binh c6 11 bang da hinh/cap mdi. S6 lwong
bang khuéch dai dwoc va ty Ié bang da hinh la
thong sb gitip danh gia bién luong di truyén cua

quan thé nghién ctu. Tuy nhién, so véi cac nghién
ctru truée thyc hién tai Vién sir dung 8 cap moi
trén thi s luong bang khuéch dai duoc va ty 16
bang da hinh c6 sy thay ddi, diéu nay ching to cac
thong s6 nay thay doi tly theo ¢& mau va cau trac
quan thé nghién cuu.
Pinh gia da dang di truyén ciia quan thé con lai
nghién ctru

Két qua phan tich RAPD cho thay s6 bang DNA
duoc phat hién ¢ con lai dao dong to 37
(LH05/822) dén 60 bang (LH05/0849). Trong tb
hop PB260/R0O44/71 phat hién dugc 70 bang dao
dong tir 46-58 biang cho mdi DVT; trong khi dd, td
hop PB260/R0O62/54 tao dugc 78 bang, dao dong
tir 37— 60 bang cho mdi DVT. So vdi hai t6 hop lai
W x A do Huynh Thi Minh Tam phéan tich nim
2009 thi sb biang DNA duoc khuéch dai tir con lai
cua hai t6 hop duoc sir dung trong nghién cau 16n
hon va dao dong rong hon.

Két qua phan tich h¢ s twong dong di truyén
cho thay cac con lai quan thé con lai nghién cuiu c6
bién thién di truyén rong nhung bién thién giira cac
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con lai gitra hai t6 hop lai khong khéac nhau nhiéu,
c6 I8 do su khac biét di truyén giira bé me cua hai
t6 hop lai trén khong chénh léch nhiéu. Cu thé,
khoang cach di truyén cua b me trong té hop 1 va
2 lan luot 12 0,296 va 0,318 thi khoang céach bién
thién di truyén giira tirng cap ca thé trong ting to
hop lan luot 1a 0,018 dén 0,303 va 0,009 dén
0,349, trung binh lan luot 1a 0,164 va 0,165 (Bang 3).

Vé6i mic d6 da dang di truyén cua quan thé
cang cao va nguoc lai [19]. Hé s6 Shannon cua ca
quan thé 14 0,328 I6n hon chi s6 Shannon cua tirng
con lai trong t6 hop. So vai 13 tiéu ving caa b
suu tdp IRRBD’81 da dugc nghién ciu boi Lai
Vin Lam va cs (2010) c¢6 hé s6 Shannon dao dong
tir 0,093 — 0,398 thi hé sé Shannon cua quan thé
khao st la kha cao. Hé sé di hop tir trung binh cua
cac con lai trong hai t6 hop kha cao lan luot la
0,177 va 0,176. Hai t6 hop lai déu c6 me 1a PB260
thuoc ngudon W & Pong Nam A c6 hé sé di hop tir
la 0,161 va bd thuoc tiéu ving RO/CM thudc
ngudn A c6 hé sé di hop tir 13 0,137 khi dwoc phan
tich v6i 8 cap mdi trén [1, 3, 4, 8]. Két qua nay cho
thdy c6 con lai cua hai to hop trén ¢ hé sb di hop
tir cao hon bé me chiing; ¢6 nghia 14 bién lwong di
truyén khong chi dwoc duy tri ma con mé rong &
céc to hop lai W x A.

Phan tich ngudn bién lwong phan tir trong quan
thé con lai khao séat cho thay bién lugng di truyén
do su khéc biét t6 hop lai chiém 38% va bién
lwong di truyén do su khéc biét giita cac cac thé
chiém 62%. Theo Lai Vin Lam va cs (2010)
ngudn bién luong di truyén do su khéc biét giira
céc cé thé trong quan thé trong tap doan quy gene
cay cao su ¢ Viét Nam chién 81%, trong khi bién
lwong di truyén do su khac biét gitra cac ngudn
gene W, WA, A va 24 tiéu vang cta bo suu tap
IRRBD’81 chi chiém 19%. Két qua phan tich
ngudn bién lugng di truyén va hé sé di hop tir da
khang dinh chién lugc lai gitra W va A dé tao uu
thé lai 12 hoan toan c6 co s6.

Pinh gia nguon bién di di truyén cia con lai so
v6i bd me

Két qua so sanh hé sb tuong dong di truyén cua
céc con lai so v6i b me ching cho thay cac con
lai trong hai t6 hop phan tich giéng bd hon giéng
me. Trung binh hé sb twong dong di truyén ciia cac
con lai so véi b 14 0,736 va véi me 14 0,646. Két
qua nay nguoc véi két qua caa Huynh Thi Minh
Tam (2009) khi phan tich trén hai t6 hop PB260 x

ACS55 va PB260 x PB62/26 cho két qua céac con lai
gidng me hon gidng bd. Bicu nay ching to viéc
con lai gidng bb hay gidng me chi 1a ngau nhién
khéng mang tinh quy luat. Két qua nay c6 ¥ nghia
Ién trong cdng tac lai tao giéng, boi vi nd gitp mo
rong cac té hop lai thdng qua viéc gia ting ngudn
gidng 1am bo.
Phan nhém di truyén cuia con lai trong qu?m thé
khao sat

Két qua phan tich phan nhém di truyén dya trén
dir liéu RAPD cua 8 cap mdi sir dung phuong phap
UPGMA trén cac hé s twong ddng cho thiy cac
con lai trong hai t6 hop chia 1am hai nhém gém
nhém | va Il (Hinh 3) & hé s tuong dong khoang
0,75; trong méi nhém chinh lai chia thanh hai
nhém phu (nhédm I: A va IB; nhdm 1I: 11A va lIB).
Ngoai hai nhom nay nay thi bd RO62/54, me
PB260 va con lai LH05/0900 khong dugc xép vao
hai nhom trén. Theo phan nhém nhu trén thi nhom
1 chi chira con lai tb hop PB260 x RO62/54, nhém
IA chi chira con lai t& hop PB260 x RO44/71,
riéng nhom phu IB chira hdn hop con lai cua ca hai
t6 hop. Con lai LH05/0900 c6 khoang céch di
truyén kha xa voi bd me va cac con lai khac cua to
hop PB260 x RO62/54 cho thiy tiém ning l1am b
me cho chwong trinh lai hoi quy véi bd me nham
cing ¢ cac tinh trang tét cia bé me néu DVT nay
6 céc tinh trang ndng hoc thoa dang.

4. KET LUAN

DNA ly trich tir 14 cao su, sir dung QIAGEN
DNeasy Plant Mini Kits theo quy trinh cai tién cua
VNCCSVN, c¢6 ham lugng va d¢ tinh sach dam
bao 1am mach khuén cho phan tng PCR bang moi
RAPD. Ty 18 nong do cac hda chit va chu trinh
nhiét cho phan ung PCR bang mdi RAPD dang sir
dung ¢ Vién da cho phan ung thanh cong trén cac
mau DNA nay va cho hé thong bang DNA dap tng
yéu ciu danh gia bién luong di truyén cua quan thé
nghién cuu.

St dung k§ thuat RAPD - PCR khuéch dai DNA
cdy cao su bang 8 cip moi RAPD chon loc da cho
phép danh gia bién lwong di truyén cua cac con lai
cay cao su thudc 2 té hop lai PB260 x RO44/71 va
PB260 x RO62/54. Tam cap moi sir dung cho mirc
do da hinh kha cao, da khuéch dai dugc 109 bang
trén 71 con lai, trong d6 c¢6 21 bang ddng hinh
(19,27%) va 88 bang da hinh (80,73%). S6 luong
bang da hinh do mdi cap mdi tao ra la tir 4 dén 15
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bang (chiém tir 67% dén 92,9%), trung binh c6 11
bang da hinh/cap moi. San pham RAPD c6 kich
thuoc tir 180 bp dén 2300 bp. Két qua nay tao
duogc co so dir liéu dap tng yéu cau phan tich bién
lwong di truyén cua 71 DVT trong 2 t6 hop nghién
clru.

Phan tich cac thdng sb di truyén caa quan thé
khao sét cho thay rang du 1a con lai cua 2 t6 hop
c6 cling me, bién luong di truyén cua con lai trong
quan thé khao sat 1a kha cao. Hé sb tuong dong di
truyén caa cac cap con lai bién thién tir 0,560 dén
0,991 vai trung binh 1 0,796. Chi s6 da dang gene
Shannon trén ca quan thé 1a 0,328, tuong dbi cao
néu so vai cac quan thé khac sir dung cing hé 8
cap mdi. Hé sb di hop tur trung binh cua cac con lai
trong mdi t6 hop 1a 0,177 va 0,176, cao hon cac
nhdém b me tao ra ching. Phan tich ngudn bién
lwong phan tir (AMOVA) cho thay bién luong di
truyén do su khac biét ca thé chiém 62% va su
khac biét t6 hop lai c6 dong gop 38% vao tong
ngudn bién lugng, chi ra vai trd quan trong cua su
khéc biét to hop lai dong gép vao bién lugng di
truyén quan thé con lai. Nguon bién di nay la vat
lieu qui gia cho cdng tac tuyén chon giéng cao su.
Bién luong di truyén rong va tinh di hop tir cao
cua quan thé con lai nghién ciu s& la ngudn vat
liéu quan trong cho tuyén chon giéng va 1a ngudn
bé me da dang cho chu ky tao giéng ké tiép.

Phan nhém di truyén quan thé nghién ciru theo
phuong phap UPGMA trén hé sb dong dang di
truyén cho thiy cac con lai dugc chia 1am 2 nhém
chinh, trong d6 mdi nhém chinh duoc chia ra lam
2 nhédm phu va mét con lai (LH05/0900) khéng
dugc xép vao 2 nhoém trén. Dua vao phan nhém
nay khong cho phép phan biét hoan toan con lai
thudc to hop nao trong 2 té hop nghién cau. Vai 8
cap mdi sir dung trong nghién ctu thi chwa phat
hién dugc mdi lién hé nao giira cac marker vai cac
tinh trang ndng hoc mong mudn trén hai t6 hop
nay.

Loi cdm on: Nhom tac gidg xin gui loi cam on
dén Phong Cong nghé Sinh hoc va Bg Mén Gidng
thugc Vién Nghién cizu Cao su Viét Nam da tao
diéu kién cung cdp mau, hoa chat va thiét b thuc
hi¢n nghién cizu nay.
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Abstract—The agronomic values of this population
have been evaluated in the field experiments based
on their phenotypic performance of agronomic traits,
but the genetic variability of this population needs to
be evaluated via techniques based on genetic material
- DNA. In this study, the genetic variability in the
investigated population of 71 hybrids and their
parents was evaluated by RAPD technique, using
eight selected arbitrarily primers; Genetic
parameters and dendrogram expressing the genetic
relationships among the investigated population were
analyzed by GenALEx 6.1, Popgene 1.31 and
NTSYSpc 2.1 softwares. Eight primers were used to
generate the amplify products on each individual in
the investigated population. From 74 genotypes, a
total of 109 fragments were generated, among which,
there were 89 polymorphic bands representing
81.65% with an average of 11 polymorphic
bands/primer. Genetic similarity coefficient among
the investigated population, based on DICE

coefficient, ranged from 0.560 (LHO05/0822 and
PB260) to 0.991 (LHO05/0781 and LH05/0841) with an
average of 0,796, meaning that the genetic distance
among ranged from 0.009 to 0.440 with an average of
0.231. The Shannon index and mean heterozygosity
values were 0.328 and 0,176, respectively. This
indicated that the progenies of the two investigated
crosses possessed a relatively high range of genetic
variability. The analysis of molecular variance
(AMOVA) showed that genetic variation within
population represented 62%, while genetic variation
among two different crosses contributes 38% to the
total genetic variability. Dendrogram based on
DICE’s genetic similarity using UPGMA method
showed that the hybrids divide into two major
genetic groups (0.75), but the crosses were scattered
independently of the hybrid.

Index Terms—Genetic variability, RAPD, PB260 x
RO44/71, PB260 x RO62/54, rubber tree
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